_ ,Ji||pMi^' * 



iOTECHNO] 

SVSTEM$^i^ 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 

Source: B \ v' 



Date Processed by STIC: 



10 



tot] 01 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 
|) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
^^AFPUCANT, WITH A NOTICE TO COMPLY or, - 
l^LB^momNG APPLICANT AND FAXING A COPY OF THIS I*IUNTdtlT, WITH A 

H ^0TICT TO COMPLY ■■■m^p)':::'. 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: patin21hclo@usnto.eov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3heln@nsDto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§ I 821 - I 825 effective October I, 1990(old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST 25 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://www.uspto.gov/web/ofnccs/pac/checker 



R,w S^uenee Listing Error Summary 



FRROR DETECTED 

ATTN: NEW RULES CASES: 

1 V/npped Nucleic* 

Wrapped Aminos 



2 Invalid line Length 

3 Misaligned Amino 

Numbering 

4 Non-ASCII 



Variable Length. 



6 Patentln 2.0 

"bug" 



7 Skipped Sequence* 

(OLD RULES) 



% Skipped Sequences 

(NEW RULES) 



9 Use of n*s or Xn'i 

(NEW RULES) 



10 V Invalid <213> 
Response 



II Useof<220> 



U ^Palenlln 2.0 

"bug" 



1 3 . .Misuse of n 



fny/TcTrn CORRECTION SERIAI.NUMBER:jll/i^ ' * »T 

TLEASE DISREGARD ENGLISH -ALFIU" HEADERS. WHO. WERE INSERTED DV PTO 

prevent "wppmg." .... 

n,i«. . fa< « *■!•«««• V 1 ""^ 1w ' incM " "" iu 

TV nuo,b<ri„« .<« «.ch 5* «*. «i« U Do Mi Ub code, b«w«„ „u m b«; 

me apace ch«raden, insleid. 

T*c .ubmincd file - U «. in ASCXDOS) I* « S ^cn« Ru.i.. 

«wurey«^. U ^K,«><l■<'''"J" l •" l ••' ,,, ^ 1, ' A f ;C, "^"• ( -, 

ArtincUl or Unknown ae^uences- 

missis If inlentiorul. pleise insert the folding line* for t.eh skipped sequence: 

^^^^^^^^^ 

Thii sequence it intcnlionatly skipped 

*«< .I" .djus. Ac fi) NUMBER OF SEQUENCES " .«pon« t. tacU* du .Uppcd .cq-nco 

Scqutncc<0 ml! »n E If Molted. pl«K i«« *« WI6-S-C «■» f« "A !C " u ' nC ' 

<2 10> seq ucnce number 
<400> sequence id number 
000 

• i r ' n A/r* Y.i'i hive been detected in the Sequence Listing- 
ii Artificial Sequence 

any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Crunch - OS/2 1/2001 



The type of errors shown exist throughout 
the Sequence Listing. Please check subsequent 
sequences for similar errors 



OIPE 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/821,819 



DATE: 10/05/2001 
TIKE: 09:36:36 



3 <110> APPLICANT: Tsao, Desiree 

4 Telliez, Jean -Baptiste 

5 McDonagh, Thomas 

6 Lin, Lih-Ling 

7 Hsu , Sang 

8 Xu, Guang-Yi 

9 Malakian, A- Karl 
11 <120 
13 -:130 
15 <140 



Concede 



^^'of'i^ION: N-TRADD ACTIVE SITE AND USES THEREOF 

FILE REFERENCE: 37174/7 fl . q 

15 <140 - CURRENT APPLICATION NUMBER: OS 09/821 , 819 
c > X 7 <141> CURRENT FILING DATE : 2001-09-13 

° 11 ISO', PRIOR APPLICATION NUMBER : 6 0/195 ( 370 

il ."-151- PRIOR FILING DATE: 2000-04-06 
03 --16 0- NUMBER OF SEQ ID NOS : 6 
25 - : .170> SOFTWARE: Patentln version 3.0 
27 -;210> SEQ ID NO: 1 
29 -;Jll> LENGTH: 168 
31 -:212> TYPE : PRT 
33 --13- ORGANISM: Homo sapiens 

±°'^Zy Gin Asn Gly His Glu Trp Val Gly Ser Ala ^ - 
f 0 pne V.1 Glu - Ser Leu Asp Lys Val V.l Leu Ser Asp Ala Tyr Ala 
^3 Hi . Pro Gin "a Lys V.1 Ma V.1 Tyr Arg Ala Leu Gin XI. XI. Leu 
r 6 Ma Clu sL Gly CIV Ser Pro Asp V.! Leu Gin Met Leu Lys He Hx. 

47 50 T " v*l Gin Leu Arg Phe Cys Gly Arg Gin 

49 Arg Ser Asp Pro Gin Leu lie Val Gin Leu ^g 8Q 

\l Z Cys Gly Arg Pne Leu Arg Ala Tyr Arg Glu Gly Ala Leu Arg Ala 
\\ xx. Leu Gin Arg Ser Leu Ala Ala Ala ,eu Ala Gin His Ser Val Pro 

56 100 , „ , la civ Ala Glu Arg Leu Asp Ala Leu Leu 

58 Leu Gin Leu Glu Leu Arg Ala Gly Ala b ^ 

59 115 „ T „„ L r cvs He Leu Ala Gin Gin Pro Asp 

61 Ala Asp Glu Glu Arg Cys Leu Ser Cys ^ 

62 130 1 JS L Glu Asp Ala Leu Arg Asn 
64 Arg Leu Arg Asp Glu Glu Leu Ala Glu Leu Glu ^ 



The type of errors shown exist throughout 
the Sequence Listing. Please check subsequent 
sequences for similar errors. 



65 145 150 

6 7 L^u Lys cys Gly Ser Gly Ala Arg 

68 165 
71 -;210> SEQ ID NO: 2 
73 <211> LENGTH: 13 
75 -:i2- TYPE: PRT 
C~> 77 <213> ORGANISM: Artificial/Unknown 

7 9 -;:2 0> FEATURE: 



file://C:\Crf3\Outhold\VsrI82 1 8 1 9.htm 



160 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/821,819 



DATE: 10/05/2001 
TIME: 09:36:36 



Input Set : A:\37174-7.ST25.txt 

Output Set: N:\CRF3\10052001\l821819.raw 



81 <221> NAME/KEY: PEPTIDE 
83 <2 2 2> LOCATION: (1)..(13) 

85 <22 3> OTHER INFORMATION: CD40 peptide synthesized using Fmoc solid-phase methods 
87 <400> SEQUENCE: 2 

89 Ser Asn Thr Ala Ala Pro Val Gin Glu Thr Leu His Gly 

90 1 5 10 
9 3 -:210> SEQ ID NO: 3 
95 -:211> LENGTH: 6 
97 <212> TYPE: PRT — - 

C--> 99 <213> ORGANISM: Artificial/Unknown 



101 -:2 2 0> FEATURE: ^ ^ 

103 -;2 21> NAME/KEY: peptide 

105 -:222> LOCATION: (1)..(6) 

107 <22 3> OTHER INFORMATION: shortest CD40 sequence recognized by TRAF2 

109 -4 00> SEQUENCE: 3 

111 Tyr Pro lie Gin Glu Thr 

112 1 5 
115 210> SEQ ID NO : 4 



117 
119 



LENGTH: 9 
TYPE : PRT 



C--> 121 <213> ORGANISM ^Artificial/Unknown 

12 3 :2 2 0> FEATURE: " 
12 5 <2 21> NAME/KEY: peptide 
127 -222> LOCATION: (1)..(9) 
12 9 <22X> OTHER INFORMATION 
131 -:4 00> SEQUENCE: 4 

133 Gin Val Pro Phe Ser Lys Glu Glu Cys 

134 1 5 



C-TRAF2 consensus sequence 



137 
139 
141 



:io> 
ill:' 
:12> 



SEQ ID NO: 5 
LENGTH: 4 
TYPE: PRT 



C--> 14 3 <213> ORGANISM: Artificial/Unknown 



145 
147 
149 
151 
153 



20 



2 2 3: 

4 0 o: 



TNFR2 sequence motif; X may be any amino acid 



W 



FEATURE : 

NAME/KEY: peptide 
LOCATION : ( 1 ) . . (4 ) 
OTHER INFORMATION: 
SEQUENCE: 5 

155 Ser Xaa Xaa Glu 

156 1 

159 •.:210> SEQ ID NO: 6 
161 <211> LENGTH: 5 
163 -:212> TYPE: PRT 
C--> 165 <213> ORGANISM: Artificial/Unknown 

167 -:220> FEATURE: 

169 -:221> NAME/KEY: peptide 

171 -:222:> LOCATION: (1)..(5) 

223> OTHER INFORMATION: CD40 sequence motif; X may be any amino acid 
400> SEQUENCE: 6 



173 
175 



W--> 177 Pro Xaa Gin Xaa Thr 



Retype of errors shown exist throughout 
fte Sequence Listing. Please check subsequent 
sequences for similar errors ^ 



file://C:\Crf3\Outhold\VsrI821819.htm 
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RAW SEQUENCE LISTING DATE: 10/05/2001 

PATENT APPLICATION: US/09/82 1 , 8 19 TIME: 09:36:36 

Input Set : A:\37174-7.ST25.txt 

Output Set: N:\CRF3\100 52001\I821819.raw 

178 1 5 



file://C:\Crf3\Outhold\VsrI82 1 8 1 9.htm 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/821,819 



DATE: 10/05/2001 
TIME: 09:36:37 



Input Set : A:\37174-7.ST25.txt 

Output Set: N:\CRF3\10052001\l821819.raw 



L:17 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:77 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 2 
L:99 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 3 
L:121 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 4 
L:143 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 5 
L:155 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 

L:165 M:220 C: Keyword misspelled or invalid format, <:213> ORGANISM for SEQ ID# : 6 
L:177 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 
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